Amendments to the Specification 

Please insert the following heading and paragraphs at page 3, line 16. 

Brief Description of the Drawings 

Figures 1A-1C show the nucleotide sequence (SEQ ID NO:40) and the deduced 
amino acid sequence (SEQ ID NO: 163) of the HCEJQ69 cDNA (Gene No:30). 

Figure 2 shows an analysis of the amino acid sequence (SEQ ID NO: 163). Alpha, 
beta, turn and coil regions; hydrophilicity and hydrophobicity; amphipathic regions; 
flexible regions; antigenic index and surface probability are shown, and all were generated 
using the default settings of the recited computer algorithms. In the "Antigenic Index or 
Jameson-Wolf graph, the positive peaks indicate locations of the highly antigenic regions 
of the protein, i.e., regions from which epitope-bearing peptides of the invention can be 
obtained. Polypeptides comprising, or alternatively consisting of, domains defined by 
these graphs are contemplated by the present invention, as are polynucleotides encoding 
these polypeptides. 

The data presented in Figure 2 are also represented in tabular form in Table 6. The 
columns are labeled with the headings "Res", "Position", and Roman Numerals I-XTV. The 
column headings refer to the following features of the amino acid sequence presented in 
Figure 2, and Table 6: "Res": amino acid residue of SEQ ID NO:534 and Figures 1 A-1C; 
"Position": position of the corresponding residue within SEQ ID NO:534 and Figures 1A-1C; 
I: Alpha, Regions - Garnier-Robson; II: Alpha, Regions - Chou-Fasman; HI: Beta, Regions - 
Garnier-Robson; IV: Beta, Regions - Chou-Fasman; V: Turn, Regions - Garnier-Robson; VI: 
Turn, Regions - Chou-Fasman; VTI: Coil, Regions - Garnier-Robson; VIII: Hydrophilicity Plot 
- Kyte-Doolittle; DC: Hydrophobicity Plot - Hopp- Woods; X: Alpha, Amphipathic Regions - 
Eisenberg; XI: Beta, Amphipathic Regions - Eisenberg; XH: Flexible Regions - 
Karplus-Schulz; XIII: Antigenic Index - Jameson-Wolf; and XIV: Surface Probability Plot - 
Emini. 
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